Despite recent criticism about the accuracy of variance partitioning in disentangling the influence of multiple components in species composition (Gilbert & Bennett, 2010) , we believe that our sampling design diminished the problems indicated by these authors. For example, they
showed that sampling configuration (e.g., contiguous plots vs. distant plots) affects the estimation of the spatial component (S), and that the linear terms for environmental variables are insufficient to be tested against the complexity of spatial models. We argue that at the metacommunity scale the distance among plots is not dispersal limiting (in fact, the spatial component was not significant; see Results), and at the biogeographical scale, distance among localities is large enough to be detected by the partitioning method (see Results). In addition, by using pre-determined plant traits, the environmental variables (plant traits) were not spatially autocorrelated (see Results). In a recent work, Diniz-Filho et al. (2012) showed that the percentage of explained variation of the pure spatial component [c] decreases with the number of non-neutral species in the community. At the latitudinal scale, we showed that the explanation of the pure spatial component was not most important for the composition of arthropods, suggesting that there is indeed a strong local drift of many neutral species associated with each plant trait component. 
